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This study delves into the intricate mechanisms governing embryonic development, aiming to elucidate the molecular choreography orchestrating the formation of complex biological structures1. Through a comprehensive examination of gene regulatory networks, signalling pathways, and epigenetic modifications, we unveil the dynamic interplay that shapes cellular fate and tissue patterning during embryogenesis2. Furthermore, we explore how disruptions in these processes can lead to developmental abnormalities and disease pathogenesis.
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